wa
b
o
wa
=
=
Q
0]
=
o
v
wn
L
=
L
]
o
ES R
=58
o 2 8
— O wm
g =
=

pigments

o)
g
—
()

—

o
<

S
wn

vacuolar
accumulation

w2
=
o
wa
=
=
Q
0]
=
o
v
wn
@]
—
=
]
—
o
Q
o) 2
s
O:Sa—b
— O wm
o =)
© =}

stable red
pigments

vacuolar

=
o
E
=
Q
Q
<

4-Coumaroyl-CoA

CoAS\"/\/©/

HO. OH

Narmgenm Chalcone

- Phf

Changes in the flux through the flavonoid
pathway at verasion from predominantly
proanthocanidins preverasion (green) to
flavonols and anthocyanins postverasion
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Changes in the flux through the
flavonoid pathway in response to
water deficits. Many flavonoid path-
way genes are upregulated that
enhanced the biosynthesis, accumu-
lation, and composition of anthocya-
nins.
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